Cell culture and C2C12 myoblast differentiation C2C12 myoblasts were cultured in either growth medium (GM) or differentiation medium (DM). All the cells were maintained in the incubator under 37°C, 5% CO2. C2C12 myoblasts were grown under the condition of DMEM supplemented with 10% fetal bovine serum (Gibco). To make C2C12 cell undergo myogenic differentiation, the cells at 80% confluence were induced to differentiate by switching to DMEM containing 2% horse serum (Hyclone). To measure fusion index, cells incubated in DM for 5 days were fixed in 4% paraformaldehyde (PFA) and stained with antibody against MHC (sc-376157, Santa Cruz Biotechnology), then pictures were captured randomly at more than 6 different spots. For the obtained images, the number of nuclei within the myotubes and the total number of nuclei were counted using Adobe Photoshop software and the fusion index was calculated as the percentage of nuclei incorporated into myotubes vs. total number of nuclei.
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RNA isolation and quantitative RT-PCR
Total cellular RNA was extracted using TRIzol (Invitrogen) according to the manufacturer's protocol and was used for reverse transcription with a PrimeScript RT-PCR kit (TaKaRa). QRT-PCR was conducted using a standard SYBR Green PCR kit (Roche) protocol with a LightCycler 96 Real-Time System. The relative expression was calculated using the comparative cycle threshold (2 -ΔΔCt ) method. The transcription level of Gapdh was used as the internal control. Supplementary Table 1 lists the specific primers used.
Western blotting
Cells were harvested and lysed in RIPA buffer (Beyotime, China). 30 μg proteins were denatured by heating at 100℃, separated by electrophoresis on 12.5% SDS-PAGE, and transferred to PVDF membranes. The primary antibodies were anti-hnRNPK (sc-28380, Santa Cruz Biotechnology), anti-Phospho-hnRNPK (PA5-36811, Pierce Protein Biology), anti-Myog (sc-12732, Santa Cruz Biotechnology) and anti-β-tubulin (AT819, Beyotime). Incubate the membrane in the primary antibody solution (1:1000) overnight at 4℃ with agitation. Anti-mouse IgG was used as secondary antibodies (A0286, Beyotime). Incubate the membrane in the secondary antibody reagent (1:1000) for 2 h at room temperature. Perform the detection of proteins using enhanced chemiluminescence (ECL), and then image the blot using the FluorChem M imaging system. 
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